Clocl_3320

Clocl_0454

Clocl_0773

Clocl_4174

Clocl_2055

Clocl_1712

Clocl_2255

Clocl_3135

Clocl_2210

Clocl_3630

Clocl_3362

Clocl_3680

Clocl_2051

Clocl_3537

Clocl_2027

Clocl_0560

Clocl_0470

Clocl_1461

Clocl_1095

Clocl_3995

Clocl_2031

Clocl_1941

Cluster

Orphan
Pair
Triad
Tetrad
Pentad+

Family

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

Classic

CheA

CheA

Domains
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